Table.1 Clinical characteristic of healthy control subjects and IgA nephropathy

patients for scRNA-seq

Control (Mean IgAN  (Mean P value

SEM) SEM)
N 6 10 NA
Male sex, n (%) 3 (50%) 3 (30%) 0.6066
Age (yr) 30.17 £ 1.54 32.50+2.38 0.4947
BMI 23.03 £ 1.41 21.01+£0.88 0.4477
Systolic BP (mmHg) 108.33 + 7.36 114.90 + 4.20 0.4154
Diastolic BP (mmHg) 74.00 + 3.53 70.20 £ 2.83 0.4195
Mean arterial Pressure (mmHg) | 85.45+4.10 85.10 £ 3.04 0.9465
eGFR (ml/min per 1.73 m?) 102.17 £ 3.34 103.60 £ 9.70 0.8918
UPCR (mg/qg) 57.39 £ 7.60 476.03 £ 106.18 0.0011
Urine RBC (/HPF) 0.25+0.11 53.23 + 16.30 0.0011
Hemoglobin (g/L) 134.33 £ 4.53 129.00 + 5.09 0.4883
Total Protein (g/L) 73.33 + 1.66 68.56 + 2.77 0.2342
Serum albumin (g/L) 43.43 +£0.84 35.76 £ 1.29 0.0008
Serum creatinine (umol/L) 78.67 £ 5.62 80.10 £9.25 0.4792
Blood urea nitrogen (mmol/L) 4.58 + 0.66 5.04 +0.37 0.5222
Blood uric acid (umol/L) 389.17 £ 52.12 334.80 £ 21.06 0.2773
Cholesterol (mmol/L) 5.24 +0.49 4.85+0.23 0.4204
Triglyceride (mmol/L) 0.94 + 0.06 1.17 £0.25 0.7860
HDL (mmol/L) 1.26 £ 0.07 1.24 £ 0.11 0.9087
LDL (mmol/L) 3.31+£0.31 290+0.14 0.1936
Calcium (mmol/L) 2.34+£0.03 2.32+0.03 0.6002
Phosphorus (mmol/L) 1.17 £ 0.03 1.20 £ 0.03 0.4842
Fast blood glucose (mmol/L) 513+0.1 4.36 + 0.08 0.0001
ALT (U/L) 15.67 £ 4.76 14.50 £ 1.30 0.7737
AST (U/L) 18.17 £ 1.70 19.20 £ 0.77 0.5377
Serum gd-IgA1 (ng/mL) 2372.80 £ 329.71 | 5876.48 +972.85 | 0.0034
Serum IgA (g/L) 1.81+£0.19 3.30+£0.34 0.0020
Serum IgG (g/L) 11.90 + 0.48 11.91+0.73 0.9962
Serum IgM (g/L) 1.12+0.22 1.09+0.14 0.8978
C3 (mg/L) 1020.83 + 88.83 992.00 + 26.00 0.7662
C4 (mg/L) 197.33 £ 19.66 264.80 + 33.97 0.1723
Kappa (g/L) 2.86 £ 0.17 3.06 £0.19 0.4878
Lambda (g/L) 1.43 +£0.09 1.81+0.15 0.0833

UPCR: urine protein creatinine ratio; Urine RBC: urine red blood cell; HDL: high-density
lipoprotein; LDL: low-density lipoprotein; ALT. Alanine Aminotransferase; AST. aspartate
aminotransferase.



Table. S2 Oxford classification of IgAN patients for scRNA-seq

Patient ID

Oxford classification system
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*Mesangial expansion level: 0. No expansion; 1. Slight; 2. Slight-medium; 3. Medium; 4. Severe
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